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TECH CENTER 1600/2900 




1600 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/555 , 115A 



DATE: 09/18/2002 
TIME: 15:59:03 



Input Set : A:\Sequence Listing.txt 
Output Set: N:\CRF4\09182002\I555115A.raw 

3 <110> APPLICANT: Bohach, Gregory I. 

5 <120> TITLE OF INVENTION: NON-TOXIC IMMUNE STIMULATING ENTEROTOXIN COMPOSITIONS 
7 <130> FILE REFERENCE: 12136. lUSWO 

9 <140> CURRENT APPLICATION NUMBER: US 09/555, 115A 
10 <141> CURRENT FILING DATE: 2000-08-01 

12 <150> PRIOR APPLICATION NUMBER: PCT/US98/2 5107 

13 <151> PRIOR FILING DATE: 1998-12-01 

15 <150> PRIOR APPLICATION NUMBER: US 60/067,357 

16 <151> PRIOR FILING DATE: 1997-12-02 
<160> NUMBER OF SEQ ID NOS : 6 6 
<170> SOFTWARE: Patentin version 3.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 240 



18 
20 
22 
23 
24 



<212> TYPE: PRT 



25 <213> 
27 <220> 
<221> 
<222> 
<223> 



28 
29 
30 



ORGANISM: 
FEATURE : 
NAME/KEY : 
LOCATION: 
OTHER INFORMATION 



Staphylococcus aureus 



ENTERED 



MISC_FEATURE 
(240) . . (240) 
Xaa 



is unknown , 



33 


<4 00> SEQUENCE: 


1 
























35 


Glu 


Ser 


Gin 


Pro 


Asp 


Pro 


Thr 


Pro 


Asp 


Glu 


Leu 


His 


Lys 


Ala 


Ser 


Lys 


36 


1 








5 










10 










15 




39 


Phe 


Thr 


Gly 


Leu 


Met 


Glu 


Asn 


Met 


Lys 


Val 


Leu 


Tyr 


Asp 


Asp 


His 


Tyr 


40 








20 










25 










30 






43 


Val 


Ser 


Ala 


Thr 


Lys 


Val 


Lys 


Ser 


Val 


Asp 


Lys 


Phe 


Leu 


Ala 


His 


Asp 


44 






35 










40 










45 








47 


Leu 


He 


Tyr 


Asn 


He 


Ser 


Asp 


Lys 


Lys 


Leu 


Lys 


Asn 


Tyr 


Asp 


Lys 


Val 


48 




50 










55 










60 










51 


Lys 


Thr 


Glu 


Leu 


Leu 


Asn 


Glu 


Gly 


Leu 


Ala 


Lys 


Lys 


Tyr 


Lys 


Asp 


Glu 


52 


65 










70 










75 










80 


55 


Val 


Val 


Asp 


Val 


Tyr 


Gly 


Ser 


Asn 


Tyr 


Tyr 


Val 


Asn 


Cys 


Tyr 


Phe 


Ser 


56 










85 










90 










95 




59 


Ser 


Lys 


Asp 


Asn 


Val 


Gly 


Lys 


Val 


Thr 


Gly 


Gly 


Lys 


Thr 


Cys 


Met 


Tyr 


60 








100 










105 










110 






63 


Gly 


Gly 


He 


Thr 


Lys 


His 


Glu 


Gly 


Asn 


His 


Phe 


Asp 


Asn 


Gly 


Asn 


Leu 


64 






115 










120 










125 








67 


Gin 


Asn 


Val 


Leu 


He 


Arg 


Val 


Tyr 


Glu 


Asn 


Lys 


Arg 


Asn 


Thr 


He 


Ser 


68 




130 










135 










140 










71 


Phe 


Glu 


Val 


Gin 


Thr 


Asp 


Lys 


Lys 


Ser 


Val 


Thr 


Ala 


Gin 


Glu 


Leu 


Asp 


72 


145 










150 










155 










160 


75 


He 


Lys 


Ala 


Arg 


Asn 


Phe 


Leu 


He 


Asn 


Lys 


Lys 


Asn 


Leu 


Tyr 


Glu 


Phe 


76 










165 










170 










175 




79 


Asn 


Ser 


Ser 


Pro 


Tyr 


Glu 


Thr 


Gly 


Tyr 


He 


Lys 


Phe 


He 


Glu 


Asn 


Asn 



C^CRF4\Outhold\VsrI555 1 15A.htm 



9/18/02 
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80 180 185 190 

83 Gly Asn Thr Phe Trp Tyr Asp Met Met Pro Ala Pro Gly Asp Lys Phe 

84 195 200 205 

87 Asp Gin Ser Lys Tyr Leu Met Met Tyr Asn Asp Asn Lys Thr Val Asp 

88 210 215 220 

91 Ser Lys Ser Val Lys lie Glu Val His Leu Thr Thr Lys Asn Gly Xaa 

92 225 230 235 240 

95 <210> SEQ ID NO: 2 

96 <211> LENGTH: 240 

97 <212> TYPE: PRT . 

98 <213> ORGANISM: Staphylococcus aureus 

100 <220> FEATURE: 

101 <221> NAME/KEY: MISC_PEATURE 

102 <222> LOCATION: (240).. (240) 

103 <223> OTHER INFORMATION: Xaa is unknown. 
106 <400> SEQUENCE: 2 

108 Glu Ser Gin Pro Asp Pro Thr Pro Asp Glu Leu His Lys Ser Ser Glu 

109 1 5 . 10 15 

112 Phe Thr Gly Thr Met Gly Asn Met Lys Tyr Leu Tyr Asp Asp His Tyr 

113 20 25 30 

116 Val Ser Ala Thr Lys Val Met Ser Val Asp Lys Phe Leu Ala His Asp 

117 35 40 45 

120 Leu lie Tyr Asn lie Ser Asp Lys Lys Leu Lys Asn Tyr Asp Lys Val 

121 50 55 60 

124 Lys Thr Glu Leu Leu Asn Glu Asp Leu Ala Lys Lys Tyr Lys Asp Glu 

125 65 70 75 80 

128 Val Val Asp Val Tyr Gly Ser Asn Tyr Tyr Val Asn Cys Tyr Phe Ser 

129 85 90 95 

132 Ser Lys Asp Asn Val Gly Lys Val Thr Gly Gly Lys Thr Cys Met Tyr 

133 100 105 110 

136 Gly Gly lie Thr Lys His Glu Gly Asn His Phe Asp Asn Gly Asn Leu 

137 115 120 125 

140 Gin Asn Val Leu lie Arg Val Tyr Glu Asn Lys Arg Asn Thr lie Ser 

141 130 135 140 

144 Phe Glu Val Gin Thr Asp Lys Lys Ser Val Thr Ala Gin Glu Leu Asp 

145 145 150 155 160 
14 8 lie Lys Ala Arg Asn Phe Leu lie Asn Lys Lys Asn Leu Tyr Glu Phe 
149 165 170 175 

152 Asn Ser Ser Pro Tyr Glu Thr Gly Tyr lie Lys Phe lie Glu Asn Asn 

153 180 185 190 

156 Gly Asn Thr Phe Gin Tyr Asp Met Met Pro Ala Pro Gly Asp Lys Phe 

157 195 200 205 

160 Asp Gin Ser Lys Tyr Leu Met Met Tyr Asn Asp Asn Lys Thr Val Asp 

161 210 215 220 

164 Ser Lys Ser Val Lys lie Glu Val His Leu Thr Thr Lys Asn Gly Xaa 

165 225 230 235 240 

168 <210> SEQ ID NO: 3 

169 <211> LENGTH: 240 

170 <212> TYPE: PRT 
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171 <213> ORGANISM: Staphylococcus aureus 

173 <220> FEATURE: 

174 <221> NAME/KEY: MISC_FEATURE 

175 <222> LOCATION: (240).. (240) 

176 <223> OTHER INFORMATION: Xaa is unknown. 
179 <400> SEQUENCE: 3 



1 Ql 

lol 


CjXU 


Ser 


(jxn 


Pro 


Asp 


Pro 


ne t 


Pro 


Asp 


Asp 


Leu 


rixo 


Lys 


C? o 

OCX 


Q o T* 
OCX 


VaX U 


Xoz 


1 




























1 S 
X 




1 Q ^ 


T3 V* 


Tnr 


(jxy 


rp Vi -v- 

1 nr 


ne u 


vjxy 


Asn 




Lys 


Tyr 


Leu 


lyr 


Asp 


As p 


n X o 


xyr 


1 

±oo 




































vai 


Ser 


Axa 


Thr 


Lys 


vax 


Lys 


Ser 


vax 


Asp 


Lys 




Leu 


r\X a. 


nx o 




1 QO 




































Leu 


lie 


Tyr 


Asn 


lie 


Ser 


Asp 


Lys 


Lys 


Leu 


Lys 


Asn 


Tyr 


Asp 


Lys 


Va.X 


1 Q A 














D D 










60 










ly / 


Lys 


rn Vt V 

mr 


CjIU 


Leu 


Leu 


Asn 


VjIU 


Asp 


Leu 


Axa 


Lys 


Lys 


Tyr 


Lys 


Asp 


oX U. 


J. y 0 


D D 










/ u 










7 R 












om 


va± 


vax 


Asp 


Va.± 


Tyr 




Ser 


Asn 


lyr 


lyr 


V dx 


Asn 


Cys 


Tyr 


Phe 


Ser 


zUz 










O J 
























205 


Ser 


Lys 


Asp 


Asn 


17-. 1 

Val 


Gly 


Lys 


vai 


Thr 


Gly 


Cjiy 


Lys 


Thr 


Cys 


rie L 


Tyr 


206 








100 










105 










110 






209 


Gly 


Gly 


He 


Thr 


Lys 


His 


Glu 


Gly 


Asn 


His 


Phe 


Asp 


Asn 


Gly 


Asn 


Leu 


210 






115 










120 










125 








213 


Gin 


Asn 


Val 


Leu 


Val 


Arg 


Val 


Tyr 


Glu 


Asn 


Lys 


Arg 


Asn 


Thr 


He 


Ser 


214 




130 










135 










140 










217 


Phe 


GlU 


Val 


Gin 


Thr 


Asp 


Lys 


Lys 


Ser 


Val 


Thr 


Ala 


Gin 


Glu 


Leu 


Asp 


218 


145 










150 










155 










160 


221 


He 


Lys 


Ala 


Arg 


Asn 


Phe 


Leu 


He 


Asn 


Lys 


Lys 


Asn 


Leu 


Tyr 


Glu 


Phe 


222 










165 










170 










175 




225 


Asn 


Ser 


Ser 


Pro 


Tyr 


Glu 


Thr 


Gly 


Tyr 


He 


Lys 


Phe 


He 


Glu 


Asn 


Asn 


226 








180 










185 










190 






229 


Gly 


Asn 


Thr 


Phe 


Gin 


Tyr 


Asp 


Met 


Met 


Pro 


Ala 


Pro Gly Asp 


Lys 


Phe 


230 






195 










200 










205 








233 


Asp 


Gin 


Ser 


Lys 


Tyr 


Leu 


Met 


Met 


Tyr 


Asn 


Asp 


Asn 


Lys 


Thr 


Val 


Asp 


234 




210 










215 










220 










237 


Ser 


Lys 


Ser 


Val 


Lys 


He 


Glu 


Val 


His 


Leu 


Thr 


Thr 


Lys 


Asn 


Gly 


Xaa 


238 


225 










230 










235 










240 



241 <210> SEQ ID NO: 4 

242 <211> LENGTH: 240 

243 <212> TYPE: PRT 

244 <213> ORGANISM: Staphylococcus aureus 
24 6 <220> FEATURE: 

24 7 <221> NAME/KEY: MISC_FEATURE 

248 <222> LOCATION: (240).. (240) 

249 <223> OTHER INFORMATION: Xaa is unknown. 
252 <4 00> SEQUENCE: 4 

254 Glu Ser Gin Pro Asp Pro Met Pro Asp Asp Leu His Lys Ser Ser Glu 

255 15 10 15 

258 Phe Thr Gly Thr Met Gly Asn Met Lys Tyr Leu Tyr Asp Asp His Tyr 

259 20 25 30 
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0 o 


Va.X 


Sex* 


a 1 a 


L llX 


Lys 


V O. X 


Lys 


ocx 


V CLX 




Lys 


Phe 


Leu 


Ala 


His 


Asp 


z 0 J 
















A n 










4 5 








o c c 
zoo 


Leu 


T 1 o 

± xe 


Tyr 


Asn 


T1 *a 
X X6 


Asn 


Asp 


Lys 


Lys 


Leu 


Asn 


2i c rt 
noil 


xyr 




Lys 


Val 


0 7 

Z 0 / 




J V 










■J -J 










60 










0 70 


Lys 


X fix 


VjrX U 


Leu 


Leu 


& c rt 
noil 


X u. 




Xjcu 


AT Pi 

nX CL 




Lys 


±yx 


Lys 


Asp 


Glu 


071 
Z / J. 


D J 










70 










75 










80 


Z / 


Va.X 


Va,X 


Asp 


VdX 


lyr 


\jx y 


OCX 


Aon 


xyr 


xyjT 


V CLX 


Asn 


Cys 


xy X 


Phe 


Ser 


07 
Z / J 




















90 










95 




07 P 
z / o 


Sex" 


Lys 


Asp 


A c rt 


V CtX 


(^1 V 

vj X y 


xj_y o 


1 

VdX 


X 1 iX 


OCX 


vjx _y 


Lys 


Thr 


Cys 


Met 


xy X 


07Q 

z / -? 








100 










105 










110 






OflO 
z o z 




vjxy 


X Xc 


Thr 


Lys 


nx a 


^x u 


VJX Jf 


2i c n 
noil 


n X o 


IT lie 




Asn 


Glv 


Asn 


Leu 


OR 

Z O -J 






IIS 

X X ^ 










120 










125 








0 fi 
zoo 




Asn 


Va 1 


Leu 


X Xcr 


Arg 


V CLX 


xyr 


^,^ 11 

VjX u 


e n 
noil 


T.\7C[ 

xjy o 




Asn 


Thr 


He 


Ser 


0 fl7 
z o / 














135 










140 










0 Q n 
Z ^ u 




Pi 11 

VjX U 


VclX 


n n 

^jX 11 


X llX 


Asp 


Xjy o 


T A7C 

j_i_y o 


OCX 


V CLX 


Thr 


Ala 


Gin 


Glu 


Leu 


Asp 


0 Q 1 
z ^ ± 


145 










1 ^0 
X ^ u 










155 










160 


0 Q A 
Z ^ft 


He 


Lys 


Ala 


Arg 


Asn 


IT lie 


Leu 


Tl «=> 
X X o 


nS n 


Xjy o 


xjy o 


As n 


Leu 


xy X 


Glu 


Phe 


O Q c: 
Z !7 D 










165 










1 70 










175 




OOP 
Z j7 O 


Asn 


Ser 


Ser 


Pro 


Tyr 


Glu 


Thr 


Gly 


Tyr 


lie 


Lys 


Phe 


He 


Glu 


Ser 


Asn 


O Q Q 

zy y 








180 










185 










190 






J u z 


Gly 


Asn 


Thr 


Phe 


Trp 


Tyr 


Asp 


Met 


Met 


Pro 


Ala 


Pro 


Glv 


Asp 


Lys 


Phe 


J u J 






195 










200 










205 








J U D 


Asp 


Gin 


Ser 


Lys 


Tyr 


Leu 


Met 


He 


Tyr 


Lys 


Asp 


Asn 


Lys 


Met 


Val 


Asp 






210 










215 










220 












Ser 


Lys 


Ser 


Val 


Lys 


He 


Glu 


Val 


His 


Leu 


Til T* 


XXIX 


Xjy o 


A CTl 




Xaa 




225 










230 










£i O -J 










240 




<210> SEQ ID NO 


: 5 
























J J. O 


<211> LENGTH: 240 
























O J. o 


<212> TYPE: 


PRT 


























71 7 


<213> ORGANISM: 


Staphylococcus aureus 














■^1 Q 


<220> FEATURE: 


























^ z u 


<221> NAME/KEY: 


MISC_FEATURE 


















"^01 

J Z X 


<222> LOCATION: 


(240) . . 1 


(240) 




















oo 
^ z z 


<223> OTHER 


INFORMATION 


: Xaa is 


unknown 














J z o 


<4 00> SEQUENCE: 


5 
























•^07 
OZ / 


Glu 


Ser 


Gin 


Pro 


Asp 


Pro 


Thr 


Pro 


Asp 


Glu 


XlCLl 


Hi Q 

nxo 


Lys 


Ser 


Ser 


Glu 


o z o 


1 








5 










10 










15 






Phe 


Thr 


Gly 


Thr 


Met 


Gly Asn 


Met 


Lys 


Tyr 


Leu 


Tyr 


Asp 


Asp 


nxs 


xyr 


332 








20 










25 










30 






335 


Val 


Ser 


Ala 


Thr 


Lys 


Val 


Lys 


Ser 


Val 


Asp 


Lys 


Phe 


Leu 


Ala 


His 


Asp 


336 






35 










40 










45 








339 


Leu 


He 


Tyr 


Asn 


.He 


Ser 


Asp 


Lys 


Lys 


Leu 


Lys 


Asn 


Tyr 


Asp 


Lys 


Val 


340 




50 










55 










60 










343 


Lys 


Thr 


Glu 


Leu 


Leu 


Asn 


Glu 


Asp 


Leu 


Ala 


Lys 


Lys 


Tyr 


Lys 


Asp 


Glu 


344 


65 










70 










75 










80 


347 


Val 


Val 


Asp 


Val 


Tyr 


Gly 


Ser 


Asn 


Tyr 


Tyr 


Val 


Asn 


Cys 


Tyr 


Phe 


Ser 


348 










85 










90 










95 




351 


Ser 


Lys 


Asp 


Asn 


Val 


Gly 


Lys 


Val 


Thr 


Gly 


Gly 


Lys 


Thr 


Cys 


Met 


Tyr 


352 








100 










105 










110 
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O ^ ^ 


c^ \7 

vj X y 


Vj J. jr 


T1 (a 

X X 


Thr* 

X IIX 


Lys 


His 


Glu 


Gly 


Asn 


His 


Phe 


Asp 


Asn 


Glv 


As n 


Leu 








115 










120 










125 








O D ? 




A c 
noil 


V dx 


X»C Ll 


X X c 


Hrg 


V ClX 


xyr 


VJ X u 


2V c n 




A TO 

Mxy 


Asn 


Thr 


He 


Ser 
















135 










140 










J D O 


It lie 




V CLX 


m n 

VjX 11 


X IIX 










Val 


Thr 


Ala 


Gin 


Glu 


Leu 


Asp 


J o *± 


145 










150 










155 










160 


J D / 


He 


Lys 


Ala 


Arg 


Asn 




XlC IX 


Tl (a 

X X 


2i c n 

r\o 11 


T.VQ 
XI J' o 




Asn 


Leu 


TVT 

xy X 


Glu 


Phe 


J o o 










165 










170 










175 






Asn 


Ser 


Ser 


Pro 


Tyr 


Glu 


Thr 


Gly 


Tyr 


He 


Lys 


Phe 


He 


Glu 


As n 


Asn 


'5 7 'J 








180 










185 










190 






7 S 


Gly 


Asn 


Thr 


Phe 


Gin 


Tyr 


Asp 


Met 


Met 


Pro 


Ala 


Pro 


Glv 


Asp 


Lys 


Phe 


77fi 

O / D 






195 










200 










205 








7Q 


Asp 


Gin 


Ser 


Lys 


Tyr 


Leu 


Met 


Met 


Tyr 


Asn 




A Q 
noil 


Lys 


Thr 


Val 


Asp 






210 










215 










220 










^IriL^ s 1 o 1 
laJt^-*- ^ Jo J 


Ser 


Lys 


Arg 


Val 


Lys 


He 


Glu 


Val 


His 


Leu 


Tnr 


Thr 


Lys 


Asn. 




Add 




225 










230 










z o ^ 










240 


ft 7 


<210> SEQ ID NO; 


: 6 
























•3ft ft 


<211> LENGTH: 24 0 
























■^ft Q 


<212> TYPE: 


PRT 


























U 


<213> ORGANISM: 


Staphylococcus aureus 














'3Q9 
J I? z 


<220> FEATURE: 


























"3 Q "3 
J ^ ^ 


<221> NAME/KEY: 


MISC_FEATURE 


















J _? *t 


<222> LOCATION: 


(240) . . . 


(240) 






















<223> OTHER 


INFORMATION 


: Xaa is 


unknown , 














J ^ o 


<4 00> SEQUENCE: 


6 
























4 on 

*t VJ u 


Glu 


Ser 


Gin 


Pro 


Asp 


Pro 


Met 


Pro 


Asp 


Asp 


Leu 


His 


Lys 


Ser 


Ser 


Glu 


401 

*X V J. 


1 








5 










10 










15 




A OA 


Phe 


Thr 


Gly 


Thr 


Met 


Gly 


Asn 


Met 


Lys 


Tyr 


Leu 


TVT 

±yx 


Asp 


Asp 


His 




AOS 








20 










25 










30 






AOft 
^ U O 


Val 


Ser 


Ala 


Thr 


Lys 


Val 


Lys 


Ser 


Val 


Asp 


Lys 


IT lie 


XlC u 


AT ;3 


His 


Asp 


AOQ 
*t u ^ 






35 










40 










4 5 








A1 9 
4 J. Z 


Leu 


He 


Tyr 


Asn 


He 


Ser 


Asp 


Lys 


Arg 


Leu 


Lys 


A Q n 
rvo 11 




Asp 


Lys 


Val 


A1 T 
ft X O 




50 










55 










fi 0 










ft X D 


Lys 


Thr 


Glu 


Leu 


Leu 


Asn 


Glu 


Asp 


Leu 


Ala 


Lys 


Lys 


lyr 


xiy o 




Glu 


A1 7 
fi ± / 


65 










70 










75 










80 


A 0 0 
ft Z U 


Val 


Val 


Asp 


Val 


Tyr 


Gly 


Ser 


Asn 


Tyr 


Tyr 


Val 


Asn 




lyr 


IT lie 


C o T" 
OCX 


A O 1 
4 Z ± 










85 










90 














424 


Ser 


Lys 


Asp 


Asn 


Val 


Gly 


Lys 


Val 


Thr 


Gly Gly 


Lys 


Thr 


Cys 


Met 


Tyr 


425 








100 










105 










110 






428 


Gly 


Gly 


He 


Thr 


Lys 


His 


Glu 


Gly 


Asn 


His 


Phe 


Asp 


Asn 


Gly 


Asn 


Leu 


429 






115 










120 










125 








432 


Gin 


Asn 


Val 


Leu 


Val 


Arg 


Val 


Tyr 


Glu 


Asn 


Lys 


Arg 


Asn 


Thr 


He 


Ser 


433 




130 










135 










140 










436 


Phe 


Glu 


Val 


Gin 


Thr 


Asp 


Lys 


Lys 


Ser 


Val 


Thr 


Ala 


Gin 


Glu 


Leu 


Asp 


437 


145 










150 










155 










160 


440 


He 


Lys 


Ala 


Arg 


Asn 


Phe 


Leu 


He 


Asn 


Lys 


Lys 


Asn 


Leu 


Tyr 


Glu 


Phe 


441 










165 










170 










175 




444 


Asn 


Ser 


Ser 


Pro 


Tyr 


Glu 


Thr 


Gly 


Tyr 


He 


Lys 


Phe 


He 


Glu 


Asn 


Asn 


445 








180 










185 










190 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/09/555 , USA 
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Input Set : A:\Sequence Listing .txt 
Output Set: N:\CRF4\09182002\I555115A.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq# :1; Xaa Pes . 24 0 

Seq# :2; Xaa Pes. 24 0 

Seq# : 3; Xaa Pes . 24 0 

Seq# :4; Xaa Pes . 24 0 

Seq# : 5; Xaa Pes . 24 0 

Seq# : 6; Xaa Pes .24 0 

Seq#:7; Xaa Pes. 24 0 

Seq#:8; Xaa Pes. 24 0 
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